Plant Binary Control Vector

pRI 201-AN-GUS DNA

Code No. 3266
Size: 10 ug (0.2 0D)

Shipping at — 20°C
Stored at — 20°C

Lot No.
Concentration: 0.5 ug/ul
Volume: 20 ul

Regarding protocol, please refer to the product
manual supplied with this vector.

Description: pRI 201-AN-GUS DNA is a binary vector for expression of
E. coli beta-glucuronidase (GUS) gene in dicotyledonous plant cells. This
vector has both a 5'non-coding region (5'-UTR) of Arabidopsis alcohol
dehydrogenase (ADH) gene as a translational enhancer and a terminator
of Arabidopsis heat shock protein (HSP) gene as a highly efficient ter-
minator. Having MCS2 at the downstream of HSP terminator allows the
simultaneous expression of multiple genes, by inserting the expression
cassette including a different gene into the MCS2. The 5’-UTR of Ara-
bidopsis ADH functions as a translational enhancer in dicotyledonous
plants such as tobacco or Arabidopsis, but not in monocotyledonous
plants such as rice.
pRI 201-AN-GUS DNA is a shuttle vector, and replicates autonomously in
E. coli and Rhizobium (Agrobacterium).

* This product was developed by TaKaRa Bio Inc. to which Nara Insti-

tute of Science and Technology provided supports and samples.

10 mM
1 mM

Form: Tris-HCI, pH 8.0

EDTA

Preparation: Purification by column treatment

Base pairs: 12,220 bp

Shelf life: 2 years from date of receipt under proper storage conditions.

Quality control:

1. Contains over 70% double-stranded covalently closed circular form |
(RFI).

2. Shown to retain cloning sites by dideoxy sequencing method.

3. Shown to be cleavage at a single site by restriction enzymes specific
to these sites.

Usage: This is a vector for transformation of plants such as Arabidopsis,
Tomato, Tobacco, using Rhizobium (Agrobacterium) which is available
for binary vector method.

Vector map of pRI 201-AN-GUS DNA:
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ColET ori: Replication origin in £. coli

Ri ori: Replication origin in Rhizobium (Agrobacterium)

RB, LB: T-DNA border sequences

NOS promoter, NOS terminator: Promoter or Terminator for expression of
selectable marker gene in plant

NPT II: Selectable marker gene in plant

HSP terminator: Terminator for expression of foreign gene in plant

GUS: B -glucuronidase gene of £. coli

AtADH 5-UTR: 5'non-coding region of Arabidopsis Alcohol dehydroge-
nase (translational enhancer)

35S promoter: Cauliflower mosaic virus (CaMV) promoter for expression
of target gene in plant

NPT III: Selectable marker gene in E. coli or Rhizobium (Agrobacterium)

Cloning site: See the other side of this sheet.
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Note

This product is intended to be used for research purpose only. They
are not to be used for drug or diagnostic purposes, nor are they in-
tended for human use. They shall not to be used products as food,
cosmetics, or utensils, etc.

Takara products may not be resold or transfered, modified for resale
or transfer, or used to manufacture commercial products without
written approval from TAKARA BIO INC.

If you require licenses for other use, please call at +81 77 543 7247 or
contact from our website at www.takara-bio.com.

Produced by TAKARA BIOTECHNOLOGY (DALIAN) CO,, LTD.
v201004Da
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PRI 201-AN-GUS DNA
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