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Competitor A Competitor B miRCURY
LNA™ Inhibitor

Save 20% on miRCURY LNA™ microRNA Inhibitors

Our LNA™ - enhanced microRNA inhibitor product 
line offers the  best performance for  antisense 
inhibition of microRNA function. We offer power 
inhibitors  with increased potency for challenging 
applications as well as  family inhibitors  and 
inhibitor controls.

Unmatched high efficacy, even for AT-rich 
microRNA targets

High and uniform potency with minimal 
off-target effects

Superior specificity and stability

• 

• 

•

Order today
Limited time offer*

Exiqon's microRNA inhibitors offer higher 
efficacy than leading competitors. Figure 
shows  the efficacy of a miR-21 inhibitor  
using a Luciferase reporter  48 h after 
transfection.

The sharpest tools 
for microRNA 
functional analysis

* Offer ends June 14, 2013
Use INHIBQ22013 when ordering
Terms & conditions: www.exiqon.com/mirna-inhibitor

microRNA 연구의 강력한 Tool!

Exiqon 전제품 
20 ~30% 할인

기간: ~ 2013년 10월 31일 

단언컨대, LNA는 microRNA 연구를 위한 최고의 Tool입니다. 

Exiqon의 LNA (Locked Nucleic Acid)를 포함한 oligonucleotide는 RNA나 

DNA에 높은 결합력과 특이성을 나타내 microRNA 연구에 최적이다. 
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Tm normalization – robust detection regardless of GC content
The Tm and therefore the affinity of an oligonucleotide duplex can be 
controlled by varying the LNA™ content. This feature can be used to 
normalize the Tm across a population of short sequences with varying 
GC-content. For AT-rich oligonucleotides, which have low Tm, more 
LNA™ is incorporated into the LNA™ oligonucleotide to raise the Tm 
of the duplex. This enables the design of LNA™ oligonucleotides with 
a narrow Tm range. This is beneficial for microarray, PCR and other 
applications where sensitive and specific binding to many different 
targets must occur under the same conditions simultaneously. The 
power of Tm normalization is demonstrated by the comparison of DNA 
and LNA™ probes for detection of microRNA targets with varying
CG content (Figure 4).

Superior single nucleotide discrimination
Intelligent placement of LNA™ monomers ensures excellent 
discrimination between closely related sequences. Differences as 
small as one nucleotide can be detected. The difference in Tm between 
a perfectly matched and a mismatched target is described as the 
delta Tm. Incorporation of LNA™ in oligonucleotides can increase 
the delta Tm between perfect match and mismatch binding by up to 
8 °C. The increase in delta Tm enables better discrimination between 
closely related sequences such as members of microRNA families. 

Broad applicability
The affinity-enhancing effects of LNA™ give LNA™ oligonucleotides 
strand invasion properties making LNA™ excellent for in vivo 
applications. Incorporation of LNA™ into oligonucleotides further 
increases resistance to endo- and exonucleases which leads to high 
in vitro and in vivo stability. 

Since the physical properties (e.g. water solubility) of these sequences 
are very similar to those of RNA and DNA, conventional experimental 
protocols can easily be adjusted to their use. 

LNA™ for microRNA research
The small sizes and widely varying GC-content (5-95 %) of microRNAs 
make them challenging to analyze using traditional methods. The 
use of DNA or RNA based technologies for microRNA analysis 
can introduce high uncertainty and low robustness because the 
melting temperature (Tm ) of the oligonucleotide/microRNA duplex 
will vary greatly depending on the GC content of the sequences. 
This is especially problematic in applications such as microarray 
profiling and high throughput experiments where many microRNA 
targets are analyzed under the same experimental conditions.
These challenges in microRNA analysis can be overcome by 
using LNA™-enhanced oligonucleotides. By simply varying the 
LNA™ content, oligonucleotides with specific Tm can be designed, 
regardless of the GC-content of the microRNA. Exiqon has used the 
LNA™ technology to Tm-normalize primers, probes and inhibitors 
to ensure that they all perform well under the same experimental 
conditions (Figure 5).
 
Another challenge of studying microRNAs is the high degree of 
similarity between the sequences. Some microRNA family members 
differ by a single nucleotide. LNA™ can be used to enhance the 
discriminatory power of primers and probes to allow excellent 
discrimination of closely related microRNA sequences.
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Figure 4. The power of Tm normalization. The signal from DNA-based capture 
probes varies with GC content and results in poor detection of many microRNAs, 
whereas LNA™ probes offer robust detection of all microRNAs. Signal intensity 
from microarray experiments using LNA™-enhanced (blue) or DNA based 
(gray) capture probes. MicroRNA targets with varying GC content were added at 
100amol each. 

See how LNA™ works...
Watch the LNA™ movie at
www.exiqon.com/e-talk

1. W
hat is LN

A
™

 ?

LNA™ offers significant improvement in sensitivity and specificity 
and ensures optimal performance for all microRNA targets.
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Tm normalization – robust detection regardless of GC content
The Tm and therefore the affinity of an oligonucleotide duplex can be 
controlled by varying the LNA™ content. This feature can be used to 
normalize the Tm across a population of short sequences with varying 
GC-content. For AT-rich oligonucleotides, which have low Tm, more 
LNA™ is incorporated into the LNA™ oligonucleotide to raise the Tm 
of the duplex. This enables the design of LNA™ oligonucleotides with 
a narrow Tm range. This is beneficial for microarray, PCR and other 
applications where sensitive and specific binding to many different 
targets must occur under the same conditions simultaneously. The 
power of Tm normalization is demonstrated by the comparison of DNA 
and LNA™ probes for detection of microRNA targets with varying
CG content (Figure 4).

Superior single nucleotide discrimination
Intelligent placement of LNA™ monomers ensures excellent 
discrimination between closely related sequences. Differences as 
small as one nucleotide can be detected. The difference in Tm between 
a perfectly matched and a mismatched target is described as the 
delta Tm. Incorporation of LNA™ in oligonucleotides can increase 
the delta Tm between perfect match and mismatch binding by up to 
8 °C. The increase in delta Tm enables better discrimination between 
closely related sequences such as members of microRNA families. 

Broad applicability
The affinity-enhancing effects of LNA™ give LNA™ oligonucleotides 
strand invasion properties making LNA™ excellent for in vivo 
applications. Incorporation of LNA™ into oligonucleotides further 
increases resistance to endo- and exonucleases which leads to high 
in vitro and in vivo stability. 

Since the physical properties (e.g. water solubility) of these sequences 
are very similar to those of RNA and DNA, conventional experimental 
protocols can easily be adjusted to their use. 

LNA™ for microRNA research
The small sizes and widely varying GC-content (5-95 %) of microRNAs 
make them challenging to analyze using traditional methods. The 
use of DNA or RNA based technologies for microRNA analysis 
can introduce high uncertainty and low robustness because the 
melting temperature (Tm ) of the oligonucleotide/microRNA duplex 
will vary greatly depending on the GC content of the sequences. 
This is especially problematic in applications such as microarray 
profiling and high throughput experiments where many microRNA 
targets are analyzed under the same experimental conditions.
These challenges in microRNA analysis can be overcome by 
using LNA™-enhanced oligonucleotides. By simply varying the 
LNA™ content, oligonucleotides with specific Tm can be designed, 
regardless of the GC-content of the microRNA. Exiqon has used the 
LNA™ technology to Tm-normalize primers, probes and inhibitors 
to ensure that they all perform well under the same experimental 
conditions (Figure 5).
 
Another challenge of studying microRNAs is the high degree of 
similarity between the sequences. Some microRNA family members 
differ by a single nucleotide. LNA™ can be used to enhance the 
discriminatory power of primers and probes to allow excellent 
discrimination of closely related microRNA sequences.
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DNA capture probe
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Figure 4. The power of Tm normalization. The signal from DNA-based capture 
probes varies with GC content and results in poor detection of many microRNAs, 
whereas LNA™ probes offer robust detection of all microRNAs. Signal intensity 
from microarray experiments using LNA™-enhanced (blue) or DNA based 
(gray) capture probes. MicroRNA targets with varying GC content were added at 
100amol each. 

See how LNA™ works...
Watch the LNA™ movie at
www.exiqon.com/e-talk
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LNA™ offers significant improvement in sensitivity and specificity 
and ensures optimal performance for all microRNA targets.

Tm-normalized LNA Oligonucleotide의 넓은 검출범위 

DNA Probe의 경우 microRNA의 GC content에 영향을 받는 반면 (오른쪽), LNA-enhanced capture probe를 사용하면 

GC content에 관계없이 대부분의 microRNA detection이 가능하다 (왼쪽).



지역별
전문
대리점

그린비바이오 (주) (서울,인천,경기) 	 02-2633-7114

(주) 에스앤씨 (서울,인천,경기) 	 1644-5778

다카라코리아 대전지사 (대전, 충청)	 042-828-6525

(주) 삼화교역 (전북) 	 063-227-3700

(주) 진성에스엠알  (광주, 전남) 	 062-672-7631

(주) 프라임텍 (강원)	 033-244-6969

브니엘바이오  (대구, 경북) 	 053-381-3611

(주) 대한과학 (부산, 울산, 경남) 	 051-247-2875

이엔바이오 (진주) 	 055-761-1036

(주) 셀피스 (제주) 	 064-722-6707

고      객   (제품문의) 02-2081-2510    

지원센터   support@takara.co.kr

042-828-6525   대 전 지 사 

(대전•충청지역 제품주문)

분류	 제품명

Total RNA Isolation

	 miRCURY RNA Isolation Kit – Biofluids

	 miRCURY RNA Isolation Kit – Cell and Plant 

	 miRCURY RNA Isolation Kit - Tissue

Microarray	 miRCURY LNA microRNA array, 7th gen- hsa, mmu & rno

Real time PCR 

	 Universal cDNA synthesis and ExiLENT SYBR Green master mix

	 miRNome PCR Panels

	 microRNA Pick-&-Mix PCR Panels

	 Focus microRNA PCR panels

	 miRCURY LNA Universal RT microRNA PCR Primer sets

In situ hybridization
	 miRCURY LNA microRNA Detection Probe

	 miRCURY LNA microRNA ISH Optimization Kit (FFPE)

Northern blot	 miRCURY LNA microRNA Detection Probe

Inhibition

	 miRCURY LNA microRNA Inhibitor

	 miRCURY LNA microRNA Power Inhibitor

	 miRCURY LNA microRNA Inhibitor Libraries

	 miRCURY LNA microRNA Family Inhibitors

30%
OFF

20%
OFF

20%
OFF

20%
OFF

Isolation 

Expression

Localization

Functional 
analysis

Exiqon microRNA microarray 서비스 할인! 

microRNA Real Time PCR을 한 방에 Set up 할 수 있는 기회!

Exiqon Real Time PCR Starter Kit 40% 할인

Exiqon miRCURY LNA microRNA Array, 7th gen

3100개의 miRBase ver.19.0 기반 human, mouse, rat의 microRNA를 높은 특이성으로 
profiling

• LNA oligo 기반의 높은 특이성과 민감도

• 30ng의 소량의 total RNA로부터 microRNA array 적용 가능

Exiqon microRNA 연구서비스는 다카라코리아의 협력회사인 지노첵을 통하여 샘플 접수, 분석 및 상담이 진행됩니다. 

microRNA 연구를 위한 One-Stop Shop, 전부 할인! 


